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Molecular Identification of Tropical Button Mushroom KPS1 and Protein Analysis

Using 2D-PAGE
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Abstract

Morphological and molecular characterization of internal transcribed spacer (ITS) of rDNA sequences in
tropical Agaricus isolated from Kasetsart University, Kamphaeng Saen Campus was found to be Agaricus
bitorquis. Proteomic analysis of fruiting body of A. bitorquis KPS1 in comparison to A. bisporus by two-
dimensional polyacrylamide gel electrophoresis (2D-PAGE) were found to have 590 and 651 proteins, with pl

4.5-7.5 and pl 4.4-8.7, respectively. The total proteins showed 43.32% similarity between the two mushrooms.
Keywords: Agaricus bitorquis, button mushrooms, 2D-PAGE, molecular identification
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Fang dpliuuuazIeTdanizin  lasaniziie
nizquvlatiausulnei(Agaricus  bisporus) TLilw
Lﬁ@luaqa Agaricus DMz dunsdnlulszine

A a P24 ° o 2
wanuwNINNgaTianis fnsutszinalnedadn
ﬂi:mmm@ﬁaummmwuLﬁ@m:@;uluaqa Agaricus
ldlugrsdungru udiluauaz species fuiianizqu
A. bisporus  wztasadumsaludssineauaniid
VLGTLm' A. bitorquis, A. arvensis, A. silvaticus R8s A.
campestris e (Chandrasrikul, 2001; The Royal
Institute of Thailand, 2007; Chandrasrikul et al., 2008)
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UUANAN BN T UGININGIVBIAIDE LA
NEAUIIATOU Anuluudnadisenmsionssuiiaa
ASINBAT  MUWILEYR  UAINENRY  LNBATFEAT
Inwadunauau  auasln lasdufinglinauag
ANEMzENIg  leUA  ANBMLTEIRAINIAG  Muaen
udu  urnssuunsfieveadia

a 6
A3y uazeles

Wagduanansamensmemn  wasdSouisuny

UARIDNIBI6N99 (Largent et al.,1977; Arora, 1986;

Chandrasrikul, 2001; The Royal Institute of Thailand,
2007; Chandrasrikul et al., 2008)

mMsAnsIa1auRIAala AU Internal
transcribed spacer (ITS)
anadLaueanaanialaslige Genomic
DNA Purification Kit (Fermentas) Lﬁuﬂ%mmaﬁum
S ITS %aag’lumumad ribosomal DNA (rDNA)
lag/le primer ITS1(5TCCGTAGGTGAACCTGCGG 3')
Wae ITS4 (5' TCCTCCGCTTATTGATATGC 3') (White
et al,1990) uaznafin PCR @9Usznaudisdiime
100 quﬂﬁl, 2X Go Taq® Green Master Mix 25
lulasaas, 10 uM primer ITST W8 ITS4 WAZHNNAY
Uneanigeanesudiings 50 lulasdas  mvue
8nzpedlisen Aa initial denaturation aaWNH 95
psaldos una 2 Wit andwhy§ATend
30 J8U ﬁaﬁu denaturation aqnmgﬁ 95 BIALTALTE
\uan 1wl annealing gannil 53 addiTALTYE
\uan 1 Wil extension guwnil 72 aveniTALTYE
Wuaan 1 wifl uae final extension qmvxgﬁ 72 83¢N
wabes Wwaan 5 Wil atameunalasitazmlss
adlaalaslw3ga anududu 1% 1w 1X TBE buffer
JazrrmavasunudidwailSouiAsunuLnuGEk

LaN1§337% (100 bp DNA ladder plus)

manzilisaulagly SDS-PAGE
analusdunneenuaziguloveadia  lagld
Lysis solution (8M urea, 4% CHAPS uar 2% IPG
Buffer 3-10) twwisafinnnass 12,000 saudauwi
Wua 10 wf Sienzdansazansldsdudiamaiia
SDS-PAGE (10% separating gel L8 4% stacking

Ferzvnouldsdulasdaudls Coomassie

gel)
brilliant blue-R250 1/FpuLfiunuunulysduanasgiu

msianzildsdwlaaly 2D-PAGE
analdsduanaeniianszqulasls Lysis

solution (8M urea, 4% CHAPS L8z 2% IPG Buffer 3-
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10) tThwmisefianuss 12,000 saudawidi Wuam
10wt shasszansluseudldmsasawiion
@19 I(ﬂﬂ‘}qj(ﬂ 2-D Clean-up Kit (GE Healthcare) 1@
USunaldsduludlatinadia lagAtuutanasa
(Bradford, 1976) L.az Reswell Immobiline DryStrip ‘ﬁIﬁ
779 pH 3-10 ANNL1D 13 L TUALNAT 1% Reswelling
tray 100
Rehydration solution (8M urea, 4% CHAPS, 60 mM

DTT, 2% IPG Buffer 3-10, 0.002% bromphenol blue)

AxzTaraslysan lalasnTumauny

a

U315 250 lulasdas Yariueae Immobiline DryStrip

cover fluid ﬁavﬁﬁqmwnﬂﬁﬁaa 1187 10-24 TIL39

wonlds@ulufidn 1 enwen pl (isoelectric

point) meldmunalwilaglfiadas  Multiphor I
Electrophoresis System lfanuenedng 300 Tad
Hua 1w, enuasdns 1000 1ad duwaan 1
T2 lug, anuanadng 2500 Taad uan 1.30 G2l
wazanusnaing 500 Taad 1Hwna 3 1alus ALY
qmw;}ﬁﬁ 20 a9eLTALTHR

wonlusauludan 2 mm{ﬁﬂﬁfﬂimaqa‘uaa
Tds@ulantir Immobiline DryStrip fikiumInsnluia
“7% 1 41 equilibrate luansazans Equilibration buffer
(6M urea, 75 mM Tris-Hcl pH 8.8, 29.3% glycerol, 2%
SDS, 0.002% bromphenol blue) 10 Hadaas il

=)

dithiothreitol(DTT) 100 Jaaniy wanduiaan 15 win

]
a

LRZR1I8zAN8  Equilibration buffer 10 Aaddas 713
lodoacetamide (IAA) 250 faanin tugtiuiaan 15

WA w1 Immobiline DryStrip ldusnlus@uanu

t{mﬁfnimaqaﬁmmﬂﬁﬂ SDS-PAGE lagldiaa 12.5
wefiFudiFauisuiulusduanasgiuPageRuler
Unstained Protein Ladder, Fermentas) Tenszualnin
15 Saauanudd uoasn 15 Wit wasdwdu
nysuslWin 40 fasuowuds Wwom 2 Talus 30
w7 muquqmﬂgﬁ'ﬁ' 20 asriaaLdursdanlUsaude
PageSiIverTM Silver Staining Kit (Fermentas)
'3Lﬂﬁ:ﬁ@hLmudLLazﬁﬁuaumaoq@IﬂiauﬁIWﬂ

ukuiaa  lawldlusunsy Dymension Revolutionary
2DGE  uinufisuniulisdunniianizauiaanung
A. bisporus
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MIANBIANHMENWTMIIUING1VDINA
IINMIANBIRN BN NTUFIWINY VDA
nizquiIaion KPS1 wulmanniaiuznsenzain
§717 VOURUINITVY  MUABNFUIAANTINANAUIN
& A ) & = 2 A o
AR J29umiun (ring) 2 1% Uansaiunuanldibefieny
fuaanuazlifiifandulauin (volva) (mwd 1n)
aa 6 ~ a o A 1 = a g’
widlemlafvasieiimbiioy UM Bussfho
{ o A
(MWN 1) WUABRRALUEAMNEIMAUATEY TI37N
nsvaduunlasldanwmeamgIuIngIaina1asny
o 3 B 3 3 A < 3
ANWIUSVDIAANIZQN  Agaricus  bitorquis DI ULHA
nizquiinululuafau (Largent et al,1977, Arora,
1986; Chandrasrikul, 2001; The Royal Institute of

Thailand, 2007; Chandrasrikul et al., 2008)
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o o @ Yo v a = 4
nsdaduwniianszaalagldarauiaailalng
UL ITS 229 rDNA

msdnaeuiiaalalndusions  ITS

é’aamol,ﬁ@mzqwmm”au KPS1 ¢huinaiia PCR lay

Vad

I lwswas ITS1 waz ITS4 wuinldunudiduani
2u1aUszanns 700 bp (MW 2) waztladunudiduie
Alaldrdgauiiadlalng wuInTuaInaLdwan e
o Q/ =Y ld { o =
fouihndlalng 689 bp GadlahlUienzilas
a a A . 3 v o w9 A a &
Wisuiisuanunilan (identity) nudauiianile lng
NNz wTaya GENBANK ¢anlusuniu BLASTN uaz
G = o Qa a a 6a 1 £
wWisuiinudauinlalndfiazeg o llsunsy
ClustalW2  WUINEaURIAG Lo INauasTua1uaLBwe
U3t ITS ﬁ"l,@i”mmﬁ@m:qu KPS1 Aanatnianny
ITS

UNNFa Tasfiasifudanuinian 98

o ¥ A = € A <
m@umﬂaia"lm@mnm TﬂdLV\@ﬂiZ@J&J A.
bitorquis

= { A < a
Wasdud(@mwh 3) ugasinuSim ITS Jauduuim

700 bp
500 bp

ﬁﬁmmLLﬂiﬂsmqﬂmm@iamﬁ@ CRTTaeTal b RISy
gRavadRaN uszaurUTF laiduatn9d (Gardes et
al.,1991) LLazLﬁaﬁ,ﬁagaﬂnaoﬁwﬁuﬁaﬂﬁia%ﬁu’%nm
ITS anuiaans  Agaricus ﬁi'mmusl,ug']m]”agal,ﬁ"a
1}37131@129 Phylogenetic tree laalusunsy MEGA
4.02 wudwaanszquiaiau KPSt fianulndgany
\WAanIzqu A. bitorquis mﬂﬁqmmmmﬂ@hamﬂ A.
bisporus(nwi  4) IMANBULNNFUTIWING ST
mﬁLﬂﬁzﬁﬂ"aHaéwﬁuﬁaﬂﬁia%ﬁu‘%nm ITS LEaIn
Wanszqu 1uaiau KPS1 fidns Ao A bitorquis
(Elliott, 1989) S'fiaLﬁﬂm:@guﬁmﬂum%@uuanmnLﬁﬂ
nicqu  A. bitorquis WRIEINL  A. campestris, A.
rufolanosus, A. trisulphuratus (Lﬁ@ﬂix@luﬂadmﬁao),
A. arvensis (FATIWANINURIN 1 Tu wialRadin)
Wae A. silvaticus (Lﬁﬂﬂi:quﬂﬁau) 1D ud (The Royal
Institute of Thailand, 2007; Chandrasrikul et al., 2008)

AN 2 LAUALDWLDINNITANNLSUI AL UL US T ITS 289 rDNA mauﬁ@m:@;mm%@u KPS1

laglglwsiwad ITST uae ITS4 1W3uifisunu@iduennasgin 100 bp DNA ladder plus (M)
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KPS1
A.bitorquis

KPS1
A.bitorquis

KPS1
A.bitorquis

KPS1
A.bitorquis

KPS1
A.bitorquis

KPS1
A.bitorquis

KPS1
A.bitorquis

KPS1
A.bitorquis

KPS1
A.bitorquis

KPS1
A.bitorquis

KPS1
A.bitorquis

------------------- TTTTCTAGATGGGTTGTAGCTGGCTCTTCGGAGCATGTGCACGCCTGTCT 50
TTGAATTATGTTTTCTAGATGGGTTGTAGCTGGCTCTTCGGAGCATGTGCACGCCTGTCT 60

GGACTTCATTTTCATCCACCTGTGCACTTTTTGTAGTCTTTTTCAGGTATTGAAGGAAGT 110
GGACTTCATTTTCATCCACCTGTGCACTTTTTGTAGTCTTTTTCAGGTATTGAAGGAAGT 120

GGTCAGTTTATCAGCCCTTGCTGGATATAAGGACTTGCAGTGTGTAATCAGTGCTGTTCT 170
GGTCAGTTTATCAGCCTTTGCTGGATATAAGGACTTGCAGTGTGTAATCAGTGCTGTCCT 180

*%

TTACCCTTGACTATGGAATCTCTTTCCTGTCGGAGACTATGTTATTCATTATACTCTGTA 230
TTACCCTTGACCATGGAATCTCTTTCCTGTCGGAGACTATGTTATTCATTATACTCTGTA 240

GAATGTCATTGAATGTCTTTACGTGGGCTTGTATGCCTATGAAAATTATTATACAACTTT 290
GAATGTCATTGAATGTCTTTACGTGGGCTTGTATGCCTATGAAAATTATTATACAACTTT 300

CAGCAACGGATCTCTTGGCTCTCGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAAT 350
CAGCAACGGATCTCTTGGCTCTCGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAAT 360

GTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCATCTTGCGCTCCTTGGTAT 410
GTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCATCTTGCGCTCCTTGGTAT 420

TCCGAGGAGCATGCCTGTTTGAGTGTCATTATATTCTCAACTCCCCAATACTTTGTTGTA 470
TCCGAGGAGCATGCCTGTTTGAGTGTCATTATATTCTCAACTCCCTAATACTTTGTTGTA 480

AAGGAGAGCTTGGATTGTGGAGGCTTGCTGGCTACTTGCTTGCAGTCAGCTCCTCTGAAA 530
AAGGAGAGCTTGGATTGTGGAGGCTTGCTGGCCACTTGCTTGCGGTCAGCTCCTCTGAAA 540

TGCATTAGCAGAACCGTCTGTGATCTGCCACAAGTGTGATAAATTATCTACACTAGCGAG 590
TGCATTAGCAGAACCGTCTGCGATCTGCCACAAGTGTGATAAATTATCTACACTAGCGAG 600

GGGATTGCTTTCTGTGATGTTCAGCTTCTAATCGTCTTAGGACAATTTCTTGAATGCT 648
GGGATTGCTTTCTGTGATGTTCAGCTTCTAATCGTCTTAGGACAATTTCTTGAATGCT 658

AN 3 uSpuigudiauiinaala indusiam ITS vad rDNA mamﬁ@mi:@;mw%au KPS1 ﬁ'mﬁ@m:@u

A. bitorquis
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62 A. bisporus

A. padanus
A. bitorquis
KPS1
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99 a2 — A. subperonatus
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A. hondensis
—— A. placomyces

100l A xanthodermus

39

A. campestris
—— A. macrosporus

1wl A arvensis

—

0.01

A. trisulphuratus

NN 4 Phylogenetic tree laslddauiiinalalnduian ITS va9 rDNA vaafanszguivaiau KPS
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N 5 SDS-PAGE vaslusduannadiuaan (1) uaziduly (2) va9anizqu A. bitorquis KPS1 LTnuifinuniy

lis@uanasgin (M)
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m3azillsanannianszaaiuasan KPS1

nMAleNEAlUsEnInFwls  uazaaniha
nEQuUIUATan A. bitorquis KPS1 @einaiia SDS-
PAGE wuildsauiluaasaanlusiusasnanuanes
ansmvaduly Teasnalusrwdulouazaanaziims
wgasoanvaslusiuusried linoludindn  uaswy
MIUFAIaaN VI lUTAURANIUIALAN Aflviamin
luanadszanm 10 kDa valusiuvaadulouszaan
\AanIzqu A. bitorquis KPS1 (MWl 5) FelndiAsany
wu1apa91136 hydrophobin (ABH3) fiwulusiuas
Wuloianszquisanun A, bisporus Fofvua
Uszanmh 9 kDa (Lugones et al., 1998) uazluséiu
hydrophobin(HYPA)  luaaniAanizquizanunn A,
bisporus Feflvunailszanns 8-9 kDa (De Groot et al.,
1996) 11/3@w hydrophobin Juniunaamlunsiaisy
LAZNTZLIUMINAIILATIRT9619 9 vadn laun 1du
Tl sla¥ wazeanifa (Wessels,1997; Waésten and
Wessels, 1997) Lm'Lﬁadmﬂiagaﬁvlﬁmﬂmiﬁﬂm
fhonafin  SDS-PAGE  undslitaawiisanelu
mydnelusdunimun aeuselddnunlusdunomun
lasnafin  2D-PAGE %w:ﬁﬂﬁmmﬁdgmmwm
Iﬂiﬁuﬁt\ﬂumummﬁ’mﬁfﬂiuLaqmmzm pl(isoelectric
point)

MM eAlsaunivunansIuaenaas
Lﬁ@]ﬂizqu A. bitorquis KPS1 Wwar A. bisporus a8
wafia 2D-PAGE pH 3-10 lagldlisunsy Dymension
2DGE

MAITDIANHA LA LAG A bitorquis & 590 Tfia

Revolutionary wundwnllsdunsmued
lusdugnlnaididn pl 4.5-7.5 dulia A. bisporus
Tusdurionan 651 38ia  Taoen pl vedlusdudiulng
adlutng 44-87 (i 6) Wians 2 wiiadlisdu
wilaunu 282 wfia v3e 43.32 Waiifud lasldsdu
swlng 567 wWesidud duldsdufinuludia A.
bitorquis KPS1 %38 A. bisporus athslaadnanits
dlosnifans 2 sfiefifanuuandnaniunslus
moiusuazan g iomeaniiaiy msdnsiaduly

ﬂ@;mjaﬂﬂiauﬁﬁmﬁmmn@mﬁuﬁ azvinlsianlans

TUsauuaziuningidaanumsiiaaaniia  IWaNIIe

mafounszamenwnld  sawldstufimdensn
twduldsdwnlufdifoidestumaesyuszsiums
WUNUBATUURAA Pierleoni WazA(2004) ladnsn
msugasaanvadlusauluiansWila (Tuber borchii)
wulds@uaseadszunm 37.5 kDa @1 pl 5.95 (il
Jenzddaunsaezliluann  N-terminal  wuiniu
Lot bl endoglucanase G'fjowuslm%aiﬁmju Fusarium,
Aspergillus, Agaricus and Emericella waeldtan
waglagliidunglas anusansnlumsshisewlsd

endoglucanase  vhlfitdulosunsaadyununas

IMITURENA W LT UADNLAA be #ANINRIINUIN
=3 ~ ;| Aaa 6
WanaNuaziAaurNT e FRansTuvadawloy

endoglucanase golumm:ﬁﬁmsa%ﬂmamﬁ@(Manning
and Wood, 1983; Ohga and Royse, 2001) uaﬂﬁ]’mf:
Fawuldsusfiodny lugarsnissirenen 1w lusdui
ﬁ’]‘mﬁ’lﬁlﬂu cell adhesion molecule luwAaidaunad
(Sakamoto et al., 2000) msAnmlUsaufiugaseanln
WAa A. bitorquis KPS1 Waz A. bisporus WuUlUs@nud
ﬁmﬁﬂimaqaﬂszmm 38 kDa Wazdlen pl Uszanmh 6
Twfiars 2fiaLtwdstinnng 6 (iliog\}ﬂﬂi‘%) Horie
wazame(2007) e@nmnlusaunanualudia Sparassis
crispa WRE Hericium erinaceum lagldinafin 2D-
PAGE wulusfiunsnun 480 uaz 570 wfia audey
Toowuldsauindantulwdiors 2 ofia s 21
wfia aoiwnsliinedia 2D-PAGE Tumsdnmnlusdiu
vavueasia ztaoliidnlafonsruaumssenen
WauaznslaigUedie  luivzozaadisg 3ads
wediafiddszlomd wazaanIniandszynalglu
msanslUsduasfieffalugniwanmeadiuands

% LﬁuLﬁ@]m%’amm:mwma"bﬁﬁasl,%l.‘flm'fa%m

Augulunstiudyiusiiada ly

Rl

Q

MIANFNANHULNNTUFIWINGVDILAAENA
Agaricus (KPS1) iwumaluaniinessinsasenans
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ANNUATILNILEY PUALMTIUATITARAULU

US40 ITS 289 rDNA WU Lﬂw,ﬁ@ﬂi:@um%fau

Agaricus  bitorquis  n3anslUsAunInualuiie
N3zqu A. bitorquis KPS1 WIsuAsuny A. bisporus

MUNAKA 2D-PAGE WullsAuninua 590 19a e

kDa

1()—‘

A\
|

pl atlutng 4.57.5 dwifia A. bisporus Hluvdiu
nivua 651 aila I pl agluzng 4.4-8.7 lanlusdu
NIRUAVBIRANT 2 shalanunleunu  43.32

asiaud

.‘.\t*. : -3
B g &
.._"' s

NN 6 2D-PAGE pa:lis@uninuainnaanvasianizqu A. bitorquis KPS1 () Winuifinuiy

A. bisporus (1) funbsanasd faldsdusmialszano 38 kDa

ANBUAD

nwdni ldsumisstuayuangudanaiu

a (%

WRAMWNAIUIaETINWINEAT S UNWARI TR
AneuazddodwIngimgasuasinalulal  &1nan
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