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Abstract

To identify the restorer gene in chili pepper, 115 plants of F2 population from a cross between a sterile
line CCA 4758 (S rfrf) and a fertile line '83-168’ (N RfRf) were used. The segregation ratio between fertile and
sterile plant was 3:1. Two hundred and one of amplified fragment length polymorphism primer pairs were used
in bulk segregant analysis. DNA from 10 fertile plants and 10 sterile plants were extracted and pooled to form
Bulk Fertile and Bulk Sterile groups, respectively. Forty one primer pairs could differentiate the DNA
polymorphism between the paternal lines and between the bulk groups. DNA of each group was then studied
individually. The ER-CAG/MS-CAT primer combination yielded two polymorphic DNA bands of 200 bp and 380
bp were found to be associated with the restorer trait. DNA fragments were then cloned, sequenced and
developed into specific SSCP markers i.e., 5108002 and 5108003 respectively. The SSCP markers 5108002
was found to locate near the restorer gene in ‘83-168’ of about 3.2 cM and for the 5108003, the distance was
33.1 cM away. The newly developed marker 5108002 is useful for characterization of A B and C lines in chili

pepper hybrid seed production.
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Hpms1-1 F-TCAACCCAATATTAAGGTCACTTCC
R-CCAGGCGGGGATTGTAGATG
CA516334 F-ACCCACCTTCATCAACAACC
R-ATTTGTGGCTTTTCGAAACG
PR-CAPS F-ATGTCACCCCCACA-CACTCCTTCACCT
R-TCCCATCTAGCCTCT-GCCTTCTCAAATG
CRF-SCAR F-GTACACACCACTCG-TCGCTCCT
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R-TTCTTGGGTCCCTTT-CTTCCAA
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