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Abstract

Sorghum leaf samples showing mosaic symptoms were collected from Lop Buri, Sara Buri, Suphan
Buri, Kanchana Buri, Nakhon Sawan and Phetchabun provinces. Brome mosaic virus (BMV) was found in the
samples collected from Sara Buri (BMV-Sr-SB) province by indirect-enzyme linked immunosorbent assay. The
virus was multiplied on sorghum and RNA extraction as well as reverse transcription-polymerase chain reaction
were carried out to amplify BMV CP gene by specific primers. The product displayed 664 nucleotide sequence.
By comparison with previously reported BMV infecting maize in Thailand, the BMV-Sr-SB showed 98-99 % and
98 % similarity of nucleotide and amino acid sequences, respectively. BMV-Sr-SB was isolated by mechanical
inoculation on Chenopodium amaranticolor showing local lesion symptom and multiplied on sorghum. Study on
percentage of disease incidence and disease severity were investigated by inoculating BMV-Sr-SB on 5
varieties of sorghums (UT 429-1, UT 1085B, KU 804, KU 439 and Insee 2 ) and 3 corn types (sweet corn,
baby corn and field corn). All sorghum varieties and sweet corn showed 100 % disease incidence at 11 days
post inoculation. Typical symptoms on sorghums and corns were white stripe except on sweet corn which

expressed severity of leaf blight including stunting.
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